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Summary 

I work as Research Scientist and Associate Director of BGI-Research. I have strong 

background of next generation sequencing data analysis and interpretation, especially 

on single cell analysis and cancer research. Published more than 20 peer reviewed 

scientific papers on journals including Cell, Nature Biotechnology, and be the 

co-inventor of more than 25 of patents in related area. I have granted more than 12 

million RMB (5 years) from the by the local funding agency in Shenzhen to 

investigate the clinical application of next generation sequencing on cancer diagnosis. 

I’m invited as guest editor for Journal of Clinical and Translational Medicine on 

Clinical Bioinformatics Session, and reviewer of BMC Bioinformatics. Now I’m 

focusing on the translational research of applying next generation sequencing and 

single cell analysis to cancer precision medicine.   
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Efforts to Push Cancer Genomics to Cancer Translational Research 30 min 

talk on 11
th
 International Symposium on Respiratory Disease in China 

Forum 2015, Chengdu, China 

 

Single Cell Analysis and Its Application on Cancer Translational        

Research 30 min talk on Nature Conference of Nuclear Reprogramming 

and the Cancer Genome, Guangzhou, China 

 

From Sequencing to Cancer Translational Research 30 min talk on the 

Third International Workshop on Cancer System Biology (ISCB, 2013), 

Zhuhai, China 

 

Single Cell Sequencing @BGI 30 min talk on Symposium of The Era of 

Next Generation Sequencing in Cancer, Imperial College London, UK 

 

Single Cell Sequencing and Its Application on Tumor Study 20 min talk 

on the 2nd China-Japan Symposium on Cancer Research, Chiba-shi, Japan 
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